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481 TGGGGTGCCT AATGAGTGAG CTAACTCACA TTAATTGCGT TGCGCTCACT GCCCGCTTTC
541 CAGTCGGGAA ACCTG
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3121 CCGATTGGTG GAAGTAAGGT GGTACGATCG TGCCTTATTA GGAAGGCAAC AGACGGGTCT
3181 GACATGGATT GGACGAACCA CTGAATTGCC GCATTGCAGA GATATTGTAT TTAAGTGCCT
3241 AGCTCGATAC ATAAACGGGT CTCTCTGGTT AGACCAGATC TGAGCCTGGG AGCTCTCTGG
3301 CTAACTAGGG AACCCACTGC TTAAGCCTCA ATAAAGCTTG CCTTGAGTGC TTCAAGTAGT
3361 GTGTGCCCGT CTGTTGTGTG ACTCTGGTAA CTAGAGATCC CTCAGACCCT TTTAGTCAGT
3421 GTGGAAAATC TCTAGCAGTG GCGCCCGAAC AGGGACTTGA AAGCGAAAGG GAAACCAGAG

456348TJEABTICUCTC 1GACGCAGGABSTAGTTIE) T SGAACTGETTABRBRIMGABE CGAGGGGCGG
3541 CGACTGGTGA GTACGCCAAA AATTTTGACT AGCGGAGGCT AGAAGGAGAG AGATGGGTGC

4383601 GAGAGCGTCA GTATTAAGCG GGGGAGAATT AGATCGCGAT GGGAAAAAAT TCGGTTAAGG
3661 CCAGGGGGAA AGAAAAAATA TAAATTAAAA CATATAGTAT GGGCAAGCAG GGAGCTAGAA
3721 CGATTCGCAG TTAATCCTGG CCTGTTAGAA ACATCAGAAG GCTGTAGACA AATACTGGGA
3781 CAGCTACAAC CATCCCTTCA GACAGGATCA GAAGAACTTA GATCATTATA TAATACAGTA
3841 GCAACCCTCT ATTGTGTGCA TCAAAGGATA GAGATAAAAG ACACCAAGGA AGCTTTAGAC
3901 AAGATAGAGG AAGAGCAAAA CAAAAGTAAG ACCACCGCAC AGCAAGCGGC CACTGATCTT
3961 CAGACCTGGA GGAGGAGBBAATGAGTEAOAA TTCOAGRAGH3GARTTATBAMABATAANET)11(AA)] T TIETBT(TTGA)11]
4021 AGTAAAAATT GAAC






